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DEFINITION Homo sapiens dicer 1, ribonuclease type III (DICER1l), transcript
variant 3, mRHA.
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Homo sapiens uveal autoantigen with coiled-coil domains and ankyrin repeats (UACA), transcript
variant 2, mRNA. (7096 bp)
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IIT (DICER1), transcript variant 1, mRNA.
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Homo sapiens retina and anterior neural fold homeobox 2 (RAX2), mENA. (2190 bp)

cagcaggagggagccctgaggeatgggatgggacagtctgggecagegecacctcccgggacagaagtgeggeaccagggeaggagetgeagt
agctaccctecccgtctecagoctgggeteccccagateacteccagatcaccaggtecaccecatectetaggeggeacctcacacaccagtectgtggte
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Homo sapiens ribosomal protein L9 (RPL9), transcript variant 1, mRMNA. (766 bp)
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